FIG. 1A 



1 CCC^CGCGTCCGATTAAAGTGAGGAGAGAGCTACAACCAAGTAAGC^GTGTCAGGGCTC * 60 

6 1 ACC^^CCATGCAAGGACAGGGCAGGAGAAGAGGAACCTGCAAAGACATATTTTGTTCCAA 120 
1 MQG QGRRRGTCKDI FCSK 18 

* 

121 AATGGCATCTTACCTTTATGGAGTACTCTTTGCTGTTGGCCTCTGTGCTCCAATCTACTG 180 

19 MAS YLYGVLFAVGLCAPIYC 38 

181 TGTGTCCCCGGCCAATGCCCCC^GTGCATACCCCCGCCCTTCCTCCACAAAGAGCACCCC 24 0 

39 VSPANAPSAYPRPSSTKSTP 58 

241 TGCCTCACAGGTGTATTCCCTCAACACCGACTTTGCCTTCCGCCTATACCGCAGGCTGGT 300 

59 ASQVYSLNTDFAFRLYRRLV 78 

301 TTTGGAGACCCCGAGTCAGAACATCTTCTTCTCCCCTGTGAGTGTCTCCACTTCCCTGGC 360 

79 LETPSQNIFFSPVSVSTSLA 98 

361 CATGCTCTCCCTTGGGGCCCACTCAGTCACCAAGACCCAGATTCTCCAGGGCCTGGGCTT 420 

99 MLSLGAHSVTKTQILQGLGF 118 

421 CAACCTCACACACACACCAGAGTCTGCCATCCACCAGGGCTTCCAGCACCTGGTTCACTC 480 

119 NLTHTPESAIHQGFQHLVHS 138 

481 ACTGACTGTTCCCAGCAAAGACCTGACCTTGAAGATGGGAAGTGCCCTCTTCGTCAAGAA 540 

139 LTVPSKDLTLKMGSALFVKK 158 

541 GGAGCTGCAGCTGCAGGCAAATTTCTTGGGCAATGTCAAGAGGCTGTATGAAGCAGAAGT 600 

159 ELQLQANFLGNVKRLYEAEV 178 

601 CTTTTCTACAGATTTCTCCAACCCCTCCATTGCCCAGGCGAGGATCAACAGCCATGTGAA 660 

179 FSTDFSNPS IAQARINSHVK 198 

* 

661 AAAGAAGACCCAAGGGAAGGTTGTAGACATAATCCAAGGCCTTGACCTTCTGACGGCCAT 720 

199 KKTQGKVVDI IQGLDLLTAM 218 

721 GGTTCTGGTG AATCACATTTT CTTTAAAGC CAAGTGGGAGAAG C C CTTT CAC CTTGAATA 780 

219 VLVNHI FFKAKWEKPFHLEY 238 

781 TACAAGAAAGAACTTCCCATTCCTGGTGGGCGAGCAGGTCACTGTGCAAGTCCCCATGAT 840 

239 TRKNFPFLVGEQVTVQVPMM 258 

841 GCACCAGAAAGAGCAGTTCGCTTTTGGGGTGGATACAGAGCTGAACTGCTTTGTGCTG^ 900 

259 HQKEQFAFGVDTELNCFVLQ 278 



FIG. 1B 

901 GATGGATTACAAGGGAGATGCCGTGGCCTTC^^ 

279 MDYKGDAVAFFVLPSKGKMR 298 

961 G^CTGGAACAGGCCTTGTCAGCCAGAACACTGATAAAGTGGAGCCACTCACTCCAGAA 1020 

299 QIjEQALSARTLIKWSHSLQK 318 

X S?i A f K ^ TAQAGG ^^ 1080 

319 RWI EVFI PRFS ISASYNLET 338 

1081 CATCCTCCCGAAGATGGGC^TCCAAAATGCCTITGAC^AAAATGCTGA 1140 

339 ILPKMGIQNAFDKNADFSGI 358 

1141 TGCAAAGAGAGACTCCCTGCAGGTTTCTAAAGCAACCCACAAGGCTGTGCTGGATGTCAG 1200 

359 AKRDSLQVSKATHKAVLDVS 378 

1201 TG^GAGOGCACTGACSGCC^^^ 1260 

379 E E G T E A T A A TTTKFIVRSKD 398 

TGGTCCCTCTTA ^^ CT ^ 1320 

12 *l AGC ^GACGGTATTCTC^CTAGGGA^^ 1380 

ATDGl LFLGKVENPTKS * 436 

1381 AAATGGCCTGTTAACTGATGGCACATTGCTAATGCACAAGAAATAACAAACCACATCCCT 1 440 

1441 CTTTCTGTTCTGAGGGTGC^TTTGACCCCAGTGGAGCTGGATTCGCTGGC^GGGATGCCA 1500 

1501 CTTCCAAGGCTCAATCACCAAACCATCAACAGGGACCCCAGTCACAAGCCAACACCCATT 1560 

1561 AACCCCAGTCAGTGCCCTTTTCCACAAATTCTCCCAGGTAACTAGCTTCATGGGATGTTG 1620 

1621 CTGGGTTACCATATTTCCATTCCTTGGGGCTCCCAGGAATGGAAATACGCCAACCCAGGT 1680 

1681 TAGGCACCTCTATTGCAGAATTACAATAACACATTCAATAAAACTAAAATATGAAAAAAA 1740 
1741 AAAAAAAAAAAAAAAAAAAAAAAAAA 1766 
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1 50 
AL132708_FL ( 1 ) MQGQGRRRGTCKDIFCSKMASYLYGViFAV^Cf PIYCVSPANAPSAYPR 

AACT_HUMAN (1) MERMLP§LAL^plJ§AGFCPAVLCHPNS PLD 

KAIN_HUMAN (1) MHLIDYLLiLLV^LlLSHGQLHVEHDGESCS 

THBG_HUMAN (1) MSPFLYLviLVL^HSTIHCASPEGKVTACHS 

51 100 

AL1 3 270 8_FL (51) PS STKSTPASQVYSLlH'iDS^RLYRRLVLET^SQNI FfgEVSV 

AACT_HUMAN (31) EENLTQENQDRGTHVDLGLASAfS^^ 
KAIN_HUMAN (33) NSSHQQILETGEGSPSLKIAPA|«Aji^ 

THBG_HUMAN (33) SQPNATLYKMSS i|ta||^^L^RRFTVEt1dkSi F|§|§vl I 

101 150 
AL132708_FL ( 94 ) STSLAMIEgSI^^ 
AACT_HUMAN ( 81 ) STALAFllSLg!2|HN^^ 

KAIN_HUMAN (83) ^AAYAMgSL^tCSHSRSQf LEC^G||^ELSESDVHRd^piLHT§NLPG 
THBG_HUMAN { 74 ) &AALVMi|F(^CCSTO^ 



151 200 
AL 1 3 2 7 0 8_FL (144) KDETLKMGS|!&j^ IAQARCE 
AACT_HUMAN (131) DEgQLSM§N§M^ 
KAIN_HUMAN (133) HGfcETRVgS^f LSHN&KF^ 

THBG_HUMAN ( 124 ) KEJjiELQ I jSN3pj3F I GKHEKPI^ldRLNDVKTLYETEV^S$DSSN I S AAKQE I 

201 250 
AL1 3270 8_FL (194) NSHpCKI^QgKVVDI IQGMDLLT 
AACTJHUMAN (181) £fDY^pCNG^Ri|rkl TDL I KD^SQTMj^^^^Y^F^^K^EI^iDPQI^HQSR 
KAIN_HUMAN (183) I^H^KKE^RpjKI VDLVSESKKDVLfi^ SR^TPKD 
THBG_HUMAN ( 174 ) NSH^EMQ^Kf KWGLIQI^^ 

251 300 
AL132708_FL (244 ) PFLVGEQVTVQVPMMHQKEQFAFGVDTE^ 
AACT_HUMAN (231) FYLSKKKWVMVPMjSSLHHLTIPYFR^ 
KAIN_HUMAN (233) FYVDENTTVRVPM$EjQDQEHHVrrLHfe 

THBG_HUMAN (224) SFL I DKTTTVQVPrtMHQMEQYYHLVDME^^^ KM§T>ATrgvfef>K 

301 350 

AL1 3 2 7 08_FL (294) KGK^RQLEQALSARTTiI KWSHSEQKR WIEVFIPRFjMSASJfNiiETI 

AACT_HUMAN (281) QDKMEEVEAMLLPETEKRWRDSiiEFR EIGELYLg K^^^RD§n|nDI 

KAIN_HUMAN (283 ) QGKftREIEEVLTPEM!^ 

THBG_HUMAN (274) EGQMESVJEAAMSSKTJ^KiCWNRLijQKG WVDL FVfe KS&i^ AT^TdIgAT 

351 400 
AL132708_FL (340) IiPKMlp I QNAFDKN^dD F§^ I AKRDSSQ VS KATSj^VpDVSEE^^^T^ATT 
AACT_HUMAN (328) liLQLG I E EAFTS KADLSG I TGARN^^VSQ VVi^Mv|iiD VF^E^^^S^ATA 
KAIN__HUMAN (333) £PRLGFTDLFSKWjS|^^ 
THBG_HUMAN (320) MjKMGIQHAYSEN^FSGLTEDNG^ 

4 01 444'4'4'444'444' 4 4 6 

AL132708_FL (390) TKF I VRSKDGPS YFTVS FNgTgLMM$TNKASlX5I LflLG^JEl^TKS 
AACT_HUMAN (378) VKI TLLSALVETRT I VRFNSP)|LM I SvPTDSQN I fSmS^^TN^KQA 
KAIN_HUMAN (383 ) FAI KFFSAQTN- RHI LRFNSP||LVV^FSTS§ 

THBG_HUMAN (370 ) VELSDQPENTFLHPI IQIDfeS^LL-iLERSTRS I L§IjG^^VN^TEA 
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LSI-OX 
pdblqlp 



MQGQGRRRGT CKDIPCSKMA SYLYGVLPAV GLCAPIYCVS PANtfPSAYPR 
• MDPQ GDA§QKTDTS 
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PSSTKSTPAS QVYSLNTDFA FRLYRRLVLE TPSt 
HHDQDHPTFN KITPNLAe||| fs||ilQ§AHQ SNST^ 
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SLGAHSVTKT 



TEIPKAQIDHE 



, ^ JSET VPSKDET^tKM 
SELLRTiN QBDSQiQ^TT 



LSI-01 
pdblqlp 



QSA^VKKKE Q|QAN§|GN|r rapEASViS TDFSNPSIAQ AR^SHWKRK 
GNOEFLSEGL KLVDKFEEDy ip^SEAiT VN^ODTEEAK K^DySeIo 
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pdblqlp 



TQfSttCVVpiIQ GLDLLTAMVL VKHteFRARW EKfPHLEYTR KNFPFLVGEQ 
5S#iKlipLVK ELDRDITVFAL ^Y^^S^f ERPF!EVKDT. EEED§H§DQV 



LSI-01 
pdblqlp 



V^Q^CTOiHQ KEQFAPOVDT ELNCFVLQMD YKGDAVAFFV MSKiiKMRQL 
TTVl^MKR LGMFNIQHCK K^SSW^LMK YLOKi^l|p ^D^LQh| 



LSI-01 
pdblqlp 



EQALSARTLI KWSHSLQKRW IEVFIPRFSI SASYNEETIL PKMSi'QNAFD 
ENELTHDIIT KFLENEDRRS AS LHLPKLSI TGTYDLKSVL GQi|||tKV§S 



LSI-01 
pdblqlp 



KNMFSQIAK RDSLQVSKAT HKAVLDVSEE GTEATAATTT KFXVRSKDGP 
NGibL^VTE EAPLKLSK&V ffi^TID^ C^AOJttfFL Ea|pMSI..| 
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S,YFT^SpTR TFLMMITNKA TDGIZ^LGKV 
PE...VKFNK PFVFLMIEQN TTKSP^FMCT^ 



S 
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FIG. 5B 
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FIG. 6 



Protein 


Genbank ID 


Identities 


Similarities 


human a i -an tichymo trypsin 


gi| 112874 


46% 


52% 


human Kallistatin 


gi|5453888 


48% 


56% 


human thyroxin-binding 
globulin 


gi|37142 


51% 


57% 


human ai-antithryosin 


gi|6 137432 


43% 


50% 
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